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distribution, with minimum and maximum defined as the limits of 95% confidence intervals for estimates in published studies, and lower and upper modes based on point estimates in those publications.
2. Second, we randomly sampled parameters from that distribution and corrected the observed measure of association using the following formula:
where HRadj is the hazard ratio for the association of the exposure and the endpoint adjusted for the unmeasured confounder, HRobserved is the observed hazard ratio for that association, HRCD is the hazard ratio for the association of the confounder with the disease, and p1 and p0 are the proportion of subjects with the confounder in the exposed and unexposed, respectively. 1 This formula assumes that there is no effect measure modification of the confounder-disease association by the exposure, and that the HR is an adequate estimate of the risk ratio.
3. Third, we added random error to the bias-corrected associations using the following formula:
Where HRtotal is the estimate of association incorporating both systematic and random error,
HRsystematic is the estimate that corrects for unmeasured confounding, random0,1 is a random number from a normal distribution of mean equals 0 and standard deviation equals 1, and steconventional is the standard error of the conventional estimate of association.
4. Finally, we repeated this process 10,000 times, and calculated the final estimate of association as the median of the distribution of the 10,000 estimates, with a 95% confidence interval using the 2.5 th and the 97.5 th percentiles. 
